Distribution map of bioactive JA in the root apical meristem based on the ratio of Jas9-VENUS fluorescence to H2B-RFP fluorescence of a representative seedling for three independent transgenic lines imaged using settings chosen to avoid pixels saturation (see Methods for computing details). Similar patterns were observed in the different Jas9-VENUS lines. As the three lines were generated from the same H2B-RFP line, the differences observed between the 3 lines are likely to represent the impact of the transgene insertion site on its expression. The overlay of the Jas9-VENUS and H2B-RFP channels used for generating the root map is shown (scale bar = 30µm). 
